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  MORPHOLOGICAL SIMILARITY   
  OF BENGKULU WILD ORCHID 
BACKGROUND 
• Orchids are known as the largest and most diverse 
among the flowering plants.  
• More than 25,000 orchid species grow wild all over 
the world and about 125,000 varieties had been 
bred and registered as hybrid orchids. 
• Indonesia shares about 5000 species of wild 
orchid, with at leas 300 species native to Bengkulu 
Province 
• Two-thirds of orchid species are epiphytes and 
lithophytes, with the remaining third are terrestrial. 
 
 
• The natural habitat for wild orchids has 
decreased due to various causes. 
• Expedition conducted in 2015 in 
Bengkulu Province has collected 76 
species of wild orchids and conserved 
ex situ at Faculty of Agriculture, 
University of Bengkulu. 
• Among them have produced flowers 
and ready for further characterization.  
 
BACKGROUND 
OBJECTIVES OF THE STUDY 
• To characterize wild orchid accessions 
collected from Bengkulu Province.  
• To develop phylogenetic tree based on the 
their degree of morphological similarity. 
 
MATERIALS AND METHOD 
• Thirty five out of 76 accessions collected from the 2015 
expedition were characterized for 68 traits. 
• Qualitative data analysis was performed to identify 
types of morphism for the observed traits (reported in 
the manuscript). 
• Quantitative data analysis was performed using 
NTSYS-PC version 2.02i  to generate Dice similarity 
coefficients, perform UPGMA cluster analysis, and 
draw dendrogram.  
 
RESULTS AND DISCUSSION 
Eleven clusters were 
detected with cut-off 
point at 0.40 
coefficient of 
similarity 
r = 0.85 indicated 
high genetic 
diversity omong the 
accessions 
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CLUSTER I 
Liparis Latifolia, Encyclia sp., Cymbidium  
purverula, Grammatophyllum stapeliiflorum, C. 
chloranthum, C. bicolor 
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CLUSTER II 
CLUSTER III 
Eulophia Spectabilis and E.graminea  
Bulbophyllum  claptonense, 
Bulpbophyllum sp., 
Flickingeria  trilamellata, 
Flickingeria sp.  




Papilionanthe hookeriana  
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CLUSTER VI CLUSTER VII 
Palhaenopsis tetraspis, 
Dendrobium linguella, D. 




Dendrobium sanguinolentum and Eria sp. 
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CLUSTER VIII CLUSTER X 
Dendrobium sp.1 and Dendrobium sp.2 
Coelogyne asperata and Phaius tankervilleae 
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CLUSTER X CLUSTER XI 
Arundina graminifolia Spathoglottis plicata 
RESULTS AND DISCUSSION 
CONCLUSION 
• Based on the 68 observed traits, 35 accessions 
of Bengkulu wild orchids exhibited high genetic 
diversity  (r = 0.85). 
• Cluster analysis grouped the accession into 11 
distinct clusters.  
• Each cluster was mainly composed of 
accessions in the same genus.  
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